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Deceived 

°EC 1 2 2002 

TECH CENTER 1600/2900 



PEAK SYMBOL 


r\ a kior /niAnu a t i7rn\ 
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GROUP FRAGMENT SEQUENCES 
INTO CLUSTERS OF PEAKS 
< 2.5 POSITIONS APART 
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FOR EACH CLUSTER, SET 
E s = K s x s 2 

E = E r + E s = K r X r 3 + K s X s 2 
SETK s /K r = 3,K r = 1,K s = 3 
E = X r 3 + 3X s 2 
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VARY DISPLACEMENTS 
X r ,X s TO MINIMIZE E 
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BIN FRAGMENTS INTO 
DISCRETE SIZE ACCORDING 
TO CALCULATED X r ,Xs 
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TECH CENTER 1600/2900 



PROFILE FOR D. SOMA 
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SEARCH FOR MISALIGNED 
SEQUENCES 
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SEARCH FOR PEAKS OF 
DIFFERING INTENSITY AT 
SAME POSITION 
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SEARCH FOR PEAKS OF 
DIFFERING INTENSITY AT 
ADJACENT POSITIONS 
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ADD AWARD SCORE FOR MATCHING 
PAIRS 
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ADD PENALTY SCORE FOR 
UNMATCHED PAIRS 
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REPLACE MATCHED 
PEAKS WITH DUMMY SYMBOL 



